The VFAR approach was proposed by the National Research Council (NRC) of the National Academy of Sciences (NAS) for evaluating waterborne microorganisms as candidates for future regulation and for discovering currently unrecognized pathogens. The VFAR concept was inspired by the quantitative structural activity relationships (QSARs) used by toxicologists to evaluate the toxicity of structurally related chemicals. The VFAR concept predicts that virulence factors of various microbes should be structurally related, that their genes should exhibit significant homology and that these relationships can be used in evaluating their pathogenic potential. Thus, VFARs are hypothesized to be the microbiological equivalents to the QSARs used to evaluate the toxicity of chemicals. The long-term goal envisioned by the NRC was to eliminate the culturing of microorganisms by developing a database of virulence factor DNA sequences and analyze DNA for virulence genes directly from water samples using microarrays.
There has been a broad difference of opinion among public health microbiologists with regard to whether the VFAR approach will be useful in the immediate future, the long-term future or even whether it will be useful at all. Downloaded from https://iwaponline.com/jwh/article-pdf/7/S1/S1/397293/1.pdf by guest
